
Highlights 

 Using citizen-based data helps to quantify rarity patterns at the intraspecific level 

 Combining distribution atlases gives broad assessment of intraspecific diversity  

 Alternative morphs show very different commonness and rarity patterns  

 Spatial scale affects our ability to assess the rarity of rare phenotypes 

 Intraspecific diversity is threatened by anthropogenic environmental change 

 

 

 

 

 


