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Abstract

Collagen fibers are the main components of most of the extracellular matrices where they provide a structural
support to cells, tissues and organs. Fibril-forming procollagens are synthetized as individual chains that associate
to form homo- or hetero-trimers. They are characterized by the presence of a central triple helical domain flanked by
amino and carboxy propeptides. Although there are some exceptions, these two propeptides have to be
proteolytically removed to allow the almost spontaneous assembly of the trimers into collagen fibrils and fibers.
While the carboxy-propeptide is mainly cleaved by proteinases from the tolloid family, the amino-propeptide is
usually processed by procollagen N-proteinases: ADAMTS2, 3 and 14.
This review summarizes the current knowledge concerning this subfamily of ADAMTS enzymes and discusses

their potential involvement in physiopathological processes that are not directly linked to fibrillar procollagen
processing.

© 2015 Published by Elsevier B.V. This is an open access article under the CC BY-NC-ND license
(http://creativecommons.org/licenses/by-nc-nd/4.0/).
Introduction

Fibrillar collagens are the most abundant proteins
and the main constituents of the extracellular matrix.
They are the principal source of tensile strength in
animal tissues anddefine the shapeand formof tissues
inwhich theyoccur. The formationof collagen fibers is a
multi-step process [1]. After synthesis, modifications by
specific enzymes and proper folding, fibrillar colla-
gens are secreted as pro-molecules formed by a
large central triple helical domain extended by propep-
tides at both extremities. These amino- and carbox-
y-propeptides are then cleaved, respectively by the
procollagen N-proteinases (ADAMTS2, 3 and 14) and
the C-proteinases (see Vadon-Le Goff et al. in this
Special issue), which reduces the solubility of the
collagen molecules and induces their almost sponta-
neousassembly into elongated and cylindrical collagen
fibrils (Fig. 1A).
The first description of procollagen N-endopeptidase

activity was made in the context of a study trying to
blished by Elsevier B.V. This is an
rg/licenses/by-nc-nd/4.0/).
determine the cause of dermatosparaxis, a rare genetic
disease that appeared in Belgian cattle herds during an
inbreeding program [2,3]. Affected animals were
mainly characterized by extreme skin fragility. Elec-
tron microscopy and biochemical analyses showed
the presence of highly abnormal collagen fibrils in
the dermis of dermatosparactic calves resulting from
the accumulation of type I aminoprocollagen (type I
collagen still retaining its aminopropeptide). The
demonstration that this longer form of collagen could
be processed into normal chains of expected size
by extracts of normal calf skin suggested that the
procollagen molecule itself was not defective and that
the enzyme responsible for its cleavage was either
absent or inactive. Semi-purified preparations contain-
ing N-endopeptidase activity were obtained from chick
embryo [4] and calf tendon [5] but did not allow
identifying the enzyme. The determination of partial
amino acid sequences from enzyme purified from
calf skin [6] was a key step because it allowed
designing DNA probes and primers that were used
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Fig. 1. Procollagen aminopeptidase cleavage sites. (A) Procollagen processing by the procollagen N-proteinases
(ADAMTS2, 3 and 14) and the C-proteinases. (B) Sequence homology of ADAMTS2 cleavage sites in types I–III fibrillar
collagens from different species: (H) human, (B) bovine, (M) mouse, (R) rat, (C) chicken and (D) dog. The cleavage sites are
indicated by arrows. The numbering of amino acids is assigned according to the Universal Protein Resource (UniProt)
database. (C) Sequence alignment (ClustalW on NPS@) of α1 type V collagen from different species. A cleavage site has
been experimentally determined at position 435/436 (in human and mouse sequences) upstream of the short triple helical
domain. A highly conserved sequence presenting repetitions of AQ residues potentially cleaved by ADAMTS2 is however
observed between the short and themain triple helix as in types I–III collagens,which suggests that processing by procollagen
N-proteinases could occur at this site even if not yet firmly demonstrated. (*) Identical, (:) strongly similar, (.) weakly similar.
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to clone its cDNA and to characterize its gene, both in
man and bovine [7,8]. Based on domain similarities
with ADAMTS1 that was cloned almost simultaneous-
ly [9], this procollagen N-endopeptidase was named
ADAMTS2.
Two other enzymes displaying procollagen process-

ing activity were described later. The first report related
to ADAMTS3 was the cloning of a human cDNA
(KIAA0366) [10] displaying sequence similarities with
ADAMTS2, although its procollagen N-endopeptidase
activity was demonstrated later [11,12]. ADAMTS14
was cloned by three different groups [13–15]. Its
distribution pattern and activity were also character-
ized, demonstrating a low but significant procollagen
N-endopeptidase activity in vitro [15].
Amino acid sequence alignment and domain

organization clearly show that these three procolla-
gen N-propeptidases belong to the “A Disintegrin
And Metalloproteinase with ThromboSpondin type I
domain” proteases (ADAMTS) family (M12B ADAM
branch) [16]. Beside their specific enzymatic activity,
they are characterized by the presence of four
thrombospondin type I domains (TSR1) and a
C-terminal procollagen N-proteinase (PNP) domain



48 Review: The procollagen N-proteinases ADAMTS2, 3 and 14 in pathophysiology
comprising a “Protease and LACunin” (PLAC) domain
(formoredetails about theADAMTS family, seeDubail
and Apte in this Special issue).
Amino-endopeptidase function of
ADAMTS2, 3 and 14

Regulation of expression and activity

Themost investigatedandcharacterizedprocollagen
N-endopeptidase is ADAMTS2. It is mainly expressed
by fibroblasts and cells of mesenchymal origin and its
expression correlates with the expression of type I
and type III collagens. As examples, its synthesis is
increased by TGF beta in vitro [17] and in fibrotic
lesions in vivo [18]. ADAMTS2 is synthesized as an
inactive proenzyme which is activated by mammalian
subtilisins, such as furin, which cleave between the
prodomain and the metalloproteinase domain [19]. It
has also been shown that an autocatalytic cleavage
occurring within the carboxy-terminal end, possibly in
the PNP-domain, increases its activity [19]. A similar
activation process was also reported for ADAMTS1, 4,
8, 9 and 12 [20], suggesting that this step of regulation
could be a common feature of the ADAMTS proteases.
Based on sequence homologies and Western blot
studies showing similar band patterns, ADAMTS3
and 14 are supposed to be activated in a same
manner as ADAMTS2 despite the fact that it was not
demonstrated.
As for the other ADAMTS, the activity of ADAMTS2,

3 and 14 requires a neutral to slightly basic pH and the
presence of zinc and calcium ions [6]. To date no highly
specific inhibitor of procollagen N-propeptidases
has been reported. As for many other proteinases,
α2-macroglobulin can physically entraps ADAMTS2
after cleavage within its bait region. TIMP3 has also
been shown to inhibit the aminopropeptide cleavage
of type I, II and III collagen when added in excess in
the presence of heparin [21] However, TIMP3 is a
wide-spectrum inhibitor with activities towards sev-
eral MMPs, ADAMs and ADAMTSs [22]. Papilin has
also been reported to be an inhibitor of ADAMTS2,
by binding both the enzyme and the substrate [23].
The precise mechanism of inhibition has not yet
been determined but could be related to the
presence of similar domains (Cys-rich and several
TSR1) in papilin and in the C-terminal ancillary
domains of ADAMTS2. If true, it would explain why
the C-terminal part of ADAMTS2, rather than its
metalloproteinase domain, seems to be responsible
for the recognition of its procollagen substrates [19].
It would suggest also that other proteins possessing
domains similar to those found in the ancillary
domains of ADAMTS2 (ADAMTSL, other proteins
possessing TSR1 domains) could regulate its
activity.
The activity of proteinases can be also controlled
by other mechanisms such as clearing by internal-
ization into cells or co-localization with their sub-
strates. ADAMTS2, 3 and 14, although being
secreted, are immobilized at the cell surface, or
very close to it, at a location where procollagen
processing is physiologically performed. The ancil-
lary domains, especially the second TSR1, are
required for efficient interactions with the cell layer
compartment and with extracellular matrix compo-
nents [19]. As heparin and high salt concentrations
can interfere with binding, this suggests that
proteoglycans are probably involved. In vitro, it has
been shown that ADAMTS2 induces the apoptosis
of endothelial cells by a mechanism independent of
its catalytic activity but potentially related to inter-
actions with a cell surface receptor [24]. In this
model, efficient internalization process has also
been observed but its role, either as a simple
clearing mechanism or a specific intracellular
function, is still unknown.
Further to proteolytic processing, the domain com-

position of ADAMTS2 can also result from an
alternative splicingmechanism. Beside the classical
1211 amino acid full length enzyme, a shorter form
has been described. It is formed by the first 543 amino
acids of the long form (corresponding to exons 1–10)
followed by 23 amino acids encoded by an alternative
exon present in intron 10 of the long form. This
truncated form does contain the metalloproteinase
domain but does not show any significant amino-
procollagen peptidase activity. Determination of its
potential physiological relevance would require
additional characterizations. In ADAMTS14, the
nine last bases of exon 6 can be also alternatively
spliced but it does not seem to modify its enzymatic
activity. The existence of alternative exons 1 was
also reported [15], but their biological impact was
not yet determined.

Spatial distribution and substrate specificity

The preferential substrate specificity of ADAMTS2, 3
and 14 regarding the different fibrillar procollagens is
dictated first by their tissuedistribution.High expression
of ADAMTS2 is detected in all type I collagen-rich
tissues from fetal calf such as skin, bones, tendons and
aorta, which supports its importance for type I collagen
maturation [7]. ADAMTS3 is mainly expressed in
cartilage, where it colocalizes with type II procolla-
gen, and in the nervous system [11,25]. ADAMTS14
is usually co-expressed with ADAMTS2, although at
a lower level, suggesting potential functional redun-
dancy. These results demonstrate that a first level of
specificity of these proteinases is guided by their spatial
and temporal localization with their respective
substrates.
As ADAMTS2, 3 and 14 were discovered because

of their aminoprocollagen endopeptidase activity, it
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is not surprising that most of the knowledge about
their substrate specificity and requirement is directly
linked to collagen. In type I and type II procollagens,
the cleavage is performed between the short amino-
terminal and the main central collagen domains. This
specific 3D conformation seems to be important since
individual procollagen chains are not cleaved by
ADAMTS2. It has also been shown that mutations
slightly affecting the stability of the beginning of the
collagen domain decrease the rate of aminoprocolla-
gen processing, which leads to an Osteogenesis
Imperfecta/Ehlers–Danlos mixed syndrome in human
[26]. Alignments of cleaved sequences in various
species have allowed the identification of a preferen-
tial cleavage site consisting in a small aliphatic residue
at the P1 position and a glutamine at P1' (Fig. 1B).
The existence of an enzyme specific for type III

procollagen processing was initially proposed since
some enzyme preparations were active on type I
and not on type III procollagens, and vice versa
[5,27,28]. However, it was later shown that recom-
binant ADAMTS2 is also the main enzyme respon-
sible for the processing of the aminopropeptide of
type III procollagen [17,19,25] and that the cleav-
age site is identical to that of type I and type II
procollagens (Fig. 1A). These contradictory results
between the first and more recent data could be
explained by the use of extracts only partially
purified in the initial experiments and suggest the
existence of potential cofactor(s) or inhibitor(s) that
would be differently co-purified and that would
regulate specifically the processing of the different
fibrillar procollagens.
The cleavage site for type V procollagen has been

more complex to determine because this minor fibrillar
collagen is hard to purify in significant amounts in
conditions that both preserve its non collagenous
domains and prevent contamination by type I/III
collagens. Therefore, many studies have been per-
formed using recombinant procollagen. Processing by
BMP1 has been reported between the large globular
N-propeptide and the variable region of α1(V) [29] and
between the small and the large triple helical domain
of α3(V) [30]. A cleavage of α1(V) chain by ADAMTS2
has also been demonstrated [19]. However its
localization (between the variable and the short triple
helical domains) and its site (P-A) are distinct from
those reported for types I, II and III procollagens
(Fig. 1). It does not mean however that cleavage
cannot occur in the more conventional site between
the short and the long triple helical domains since the
consensus sequence found in the other fibrillar
collagens is also present (AQESQAQ) and conserved
between species (Fig. 1C). Although the physiological
relevance of the processing between the variable and
the short triple helix of type V procollagen has not
been demonstrated yet, it does show however that
ADAMTS2, and thus probably also ADAMTS3 and
14, can be active in situations more diverse than
initially thought. This hypothesis is further supported
by the fact that ADAMTS2 is able to cleave itself within
the C-terminal ancillary domains [19].
To date, little is reported concerning ADAMTS3

and ADAMTS14 activity. ADAMTS14 processes
type I procollagen (α1 and α2 chains) and its strong
sequence homology with ADAMTS2 suggests that
the cleavage should occur at the same site [15].
ADAMTS3 is less expressed in human skin and skin
fibroblasts than ADAMTS2, but is more abundant in
cartilage. It has been demonstrated that ADAMTS3
cleaves the aminopropeptide of type II collagen in
swarm rat chondrosarcoma RCS-LTC cells stably
transfected with human ADAMTS3 [11]. More recent-
ly, it has been shown in co-transfection studies that
ADAMTS3 promotes the release of a proteolytically-
cleaved active form of VEGF-C, a process that
increases VEGF-R3 signaling [31]. This work further
supports the fact that the substrates repertoire of the
procollagen N-proteinases ADAMTS2, 3 and 14 is
wider than initially expected.
Other biological functions of ADAMTS2,
3 and 14

Beside its role during procollagen processing, the
best characterized property of ADAMTS2 is its
potent anti-angiogenic activity [24]. In vitro, recom-
binant ADAMTS2 rapidly induces the apoptosis of
endothelial cells while fibroblasts or smooth muscle
cells, for example, are not affected. In vivo, the
formation of tumors in nude mice by HEK cells
is strongly reduced when they overexpress
ADAMTS2, an observation that was correlated to a
reduced intratumoral vascularization but that could
also involve direct anti-tumor effects (unpublished
personal data). These effects do not rely on the
catalytic activity of the enzyme but rather seem to
be related to one of its C-terminal domains. Co-
purification and co-localization studies identified
nucleolin as a potential endothelial cell surface
receptor for ADAMTS2, which makes sense since
nucleolin is one of the receptors for endostatin [32],
a potent anti-angiogenic molecule.
A puzzling observation about ADAMTS2 was the

description of its overexpression by macrophages
and peripheral blood monocytes stimulated by
glucocorticoids [33]. As these cells have little
chance to be implicated in procollagen processing,
it means that other functions or substrates should
be involved. In this context, it is worth mentioning
that several molecules involved in innate defenses
(C1q, ficolins, MBL) have triple-helical collagen-like
domain. Therefore, it would be most interesting to
evaluate if they are substrates (or binding partners)
of ADAMTS2, which would open a so far unexpect-
ed field of research about the so-called aminopro-
collagen endopeptidases.
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Procollagen aminopeptidase KO
mouse models

Until now, only Adamts2-deficient mice have been
produced and thoroughly phenotypically characterized
[34]. Heterozygous males and females display a
normal phenotype. Their mating produces a normal
Mendelian ratio of Adamts2-KO pups that cannot
be distinguished from their heterozygous or wild-type
littermates. By two weeks of age, their skin progres-
sively becomes fragile. Similarly, while testes are
normal at birth, seminiferous tubules display strong
abnormalities in the adult with an absence of
spermatozoids production. Female were initially
reported as being “normally” fertile [34]. However,
despite numerous mating between Adamts2-KO
females and wild-type males, only a limited number
of pups have been obtained later (personal observa-
tion). Although the reason for such reduced fertility
was not thoroughly investigated, it does not seem to
be caused by impaired parturition and could be related
to connective tissue-related problems preventing
efficient fertilization.
As for dermatosparactic calves, skin fragility is

caused by excessive accumulation of aminoprocolla-
gen I resulting in the formation of abnormal collagen
fibrils (Fig. 2). Theproportionof aminoprocollagen I/fully
processed alpha I chains is high in the skin and low
in other tissues, such as tendon, which explains the
absence of obvious tendon alterations. Electron
microscopy analyses confirm these functional and
biochemical data since fibrils are strongly disorga-
nized in the skin and much less altered in tendons.
It was suggested that ADAMTS14, which is co-
expressed with ADAMTS2 in different connective
tissues, could be responsible for this partial alternative
aminoprocollagen endopeptidase activity [25].
As the role of ADAMTS2 is crucial for collagen fibrils

formation, it was investigated whether its inhibition/
absence could be considered as a way to treat fibrosis
[18]. Carbon tetrachloride injection and bile duct ligation
were used to induce liver fibrosis. In Adamts2-KO
mouse livers, collagen fibers were thinner and more
irregular than in the control littermates, which correlated
also with faster collagen degradation. Although the
more obvious explanation relates to the role of
ADAMTS2 for procollagen processing, potential
implications at other levels of regulation could not
be excluded.
The dermatosparactic type of
Ehlers-Danlos syndrome and
other inherited diseases

The Ehlers–Danlos Syndrome (EDS) comprises
a heterogeneous group of diseases characterized
by fragility of the soft connective tissues and
widespread manifestations in skin, ligaments and
joints, blood vessels and internal organs. The clinical
spectrum varies frommild skin and joint hyperlaxity to
severe physical disability and life-threatening vas-
cular complications. The Villefranche classification
[35] recognizes six subtypes, most of which are
linked to mutations in one of the genes encoding
fibrillar collagen proteins or enzymes involved in
post-translational modification of these proteins
[36].
The arthrochalasic type of EDS, caused by

mutations affecting the aminoprocollagen cleavage
site in alpha1 or alpha2 type I procollagen, is mainly
characterized by joint hyperlaxity while skin collagen
fibers are only moderately affected. Surprisingly, the
absence of ADAMTS2 activity leads to a different
type of disease, the dermatosparactic type of EDS
(also previously known as EDS-type VIIC) [8,37].
The main clinical manifestation of this rare genetic
disease is the fragility of the skin, as in Adamts2-KO
mice, but joint laxity is usually only moderate, which
contrasts with the hypermobility in arthrochalasic
EDS. This could result from the strong variation in
type I procollagen processing from one tissue to
another. It could be also related to the abundance of
type III procollagen in skin while it is almost absent in
tendons and ligaments. Processing by ADAMTS2 of
other macromolecules involved in fibril formation
(FACITs, proteoglycan…) is another hypothesis that
would be worth investigating. Patients have also
orofacial characteristics and are at risk of rupture
of internal organs due to soft tissue fragility. The
formation of large hematomas after minor trauma is
also reported [38] and has been attributed to the lack
of collagen type III maturation [17] and/or to overall
skin fragility, which does not exclude the participa-
tion of some other mechanisms related to blood
coagulation. This hypothesis is in line with a recent
genome-wide association study performed on a
large cohort of 270 family-based trios and describing
a strong association (P = 2.9 × 10−6) between the
ADAMTS2 gene and predisposition to pediatric
stroke [39].
Still in the cardiovascular field, it has also been

shown that ADAMTS2 and ADAMTS3, but not
ADAMTS14, are more abundant in the culprit
plaques from patients presenting with acute myo-
cardial infarction (AMI) versus stable angina. Their
expression overlap the area positive for CD31 or
CD68 suggesting their expression by endothelial
cells or macrophages [40].
Genetic associations have been also reported

for ADAMTS14. Polymorphic markers found in the
Adamts14 gene seem to be linked to the predispo-
sition to multiple sclerosis [41]. Two other studies
identified the Adamts14 gene as potentially implicat-
ed in knee osteoarthritis in woman [42,43]. The
molecular mechanism potentially involving
ADAMTS14 in these pathologies remains unknown.



Fig. 2. ADAMTS2 is crucial for fibrillar collagen organization. (A) Collagen fibrils are formed by the progressive
assembly of mature α chains after cleavage of the propeptides by procollagen N- and C-proteinases. These fibrils are
elongated and cylindrical in cross section as visualized by transmission electron microscopy in a normal mouse skin. (B) In
absence of ADAMTS2 activity, aminoprocollagen (collagen molecule still retaining its aminopropeptide) accumulates. This
interferes with collagen assembly and leads to the formation of ribbon-like collagen structures with poor mechanical
properties, which, in turn, is responsible for the skin fragility observed in patients with dermatosparactic EDS or in animals
with dermatosparaxis.
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Conclusions and perspectives

As dramatically seen in the dermatosparactic type of
EDS, ADAMTS2 is crucial for fibrillar collagen matura-
tion. This largely explain why most of the studies about
ADAMTS2, but also about its closest relatives
ADAMTS3 and ADAMTS14, have been mainly fo-
cused on collagen and extracellular matrix biology.
Although procollagens are certainly key physiological
targets of these enzymes, several observations sug-
gest the existence of other functions in the fields of
immunity and fertility. The observation that
ADAMTS2 inhibits angiogenesis independently of
its catalytic activity further suggests the existence
of other regulatory mechanisms, possibly through
functional interactions with cell surface receptors.
Genetic linkages between the procollagen N-pro-
teinase genes and blood related pathologies,
multiple sclerosis and osteoarthritis, together with
the recent demonstration that ADAMTS3 partici-
pates in the VEGF-C activation and in lymphangio-
genesis, clearly show that the roles of these three
enzymes are much more diverse than initially
expected. The extensive characterization of the
phenotype of Adamts3 and Adamts14-KO mice
(ongoing research) and large scale evaluation of
their substrates repertoire should shed a new light
on their biology and the functions of the entire
ADAMTS family.
Acknowledgments

We thank Betty Nusgens for the expert reading of
the manuscript and Marc Thiry for providing us with
the transmission electron microscopy images of
collagen fibrils in mouse skin. We gratefully thank
the European postdoctoral fellowship (BeIPD-CO-
FUND-IPD), the Télévie (n° 7.4602.14) and the
FRS-FNRS (no. T.0183.13) for their financial sup-
ports for the ongoing research on procollagen
N-proteinases functions in pathophysiology.



52 Review: The procollagen N-proteinases ADAMTS2, 3 and 14 in pathophysiology
Received 18 September 2014;
Received in revised form 25 March 2015;

Accepted 1 April 2015
Available online 8 April 2015

Keywords:
Procollagen N-proteinases;

ADAMTS;
Fibrillar collagens

Abbreviations used:
VEGF (—R), vascular endothelial growth factor (—receptor);
MBL,mannan-binding lectin; TGF beta, transforming growth
factor beta; CD31 and CD68, cluster of differentiation 31

and 68.
References
[1] Canty EG, Kadler KE. Procollagen trafficking, processing and

fibrillogenesis. J Cell Sci 2005;118:1341–53.
[2] Lapiere CM, Lenaers A, Kohn LD. Procollagen peptidase: an

enzyme excising the coordination peptides of procollagen.
Proc Natl Acad Sci U S A 1971;68:3054–8.

[3] Lenaers A, Ansay M, Nusgens BV, Lapiere CM. Collagen
made of extended-chains, procollagen, in genetically-defective
dermatosparaxic calves. Eur J Biochem 1971;23:533–43.

[4] Tuderman L, Kivirikko KI, Prockop DJ. Partial purification and
characterization of a neutral protease which cleaves the N-
terminal propeptides from procollagen. Biochemistry 1978;
17:2948–54.

[5] Hojima Y, Morgelin MM, Engel J, Boutillon MM, van der Rest
M, McKenzie J, et al. Characterization of type I procollagen
N-proteinase from fetal bovine tendon and skin. Purification
of the 500-kilodalton form of the enzyme from bovine tendon.
J Biol Chem 1994;269:11381–90.

[6] Colige A, Beschin A, Samyn B, Goebels Y, Van Beeumen J,
Nusgens BV, et al. Characterization and partial amino acid
sequencing of a 107-kDa procollagen I N-proteinase purified
by affinity chromatography on immobilized type XIV collagen.
J Biol Chem 1995;270:16724–30.

[7] Colige A, Li SW, Sieron AL, Nusgens BV, Prockop DJ, Lapiere
CM. cDNA cloning and expression of bovine procollagen I
N-proteinase: a new member of the superfamily of zinc-
metalloproteinases with binding sites for cells and other matrix
components. Proc Natl Acad Sci U S A 1997;94:2374–9.

[8] ColigeA, SieronAL, Li SW,SchwarzeU,PettyE,WerteleckiW,
et al. Human Ehlers–Danlos syndrome type VII C and bovine
dermatosparaxis are caused by mutations in the procollagen I
N-proteinase gene. Am J Hum Genet 1999;65:308–17.

[9] Kuno K, Kanada N, Nakashima E, Fujiki F, Ichimura F,
Matsushima K. Molecular cloning of a gene encoding a
new type of metalloproteinase-disintegrin family protein with
thrombospondin motifs as an inflammation associated gene.
J Biol Chem 1997;272:556–62.

[10] Nagase T, Ishikawa K, Nakajima D, Ohira M, Seki N, Miyajima
N, et al. Prediction of the coding sequences of unidentified
human genes. VII. The complete sequences of 100 new cDNA
clones from brain which can code for large proteins in vitro.
DNA Res 1997;4:141–50.
[11] Fernandes RJ, Hirohata S, Engle JM, Colige A, Cohn DH,
Eyre DR, et al. Procollagen II amino propeptide processing
by ADAMTS-3. Insights on dermatosparaxis. J Biol Chem
2001;276:31502–9.

[12] Le Goff C, Apte SS. ADAMTS3 and ADAMTS14: procollagen
peptidases that provide insight into the clinical presentation
of dermatosparaxis. Dordecht, The Netherlands: Springer;
2005 c2005[Dordecht].

[13] Bolz H, Ramirez A, von Brederlow B, Kubisch C. Character-
ization of ADAMTS14, a novel member of the ADAMTS
metalloproteinase family. Biochim Biophys Acta 2001;1522:
221–5.

[14] Cal S, Obaya AJ, Llamazares M, Garabaya C, Quesada V,
Lopez-Otin C. Cloning, expression analysis, and structural
characterization of seven novel human ADAMTSs, a family of
metalloproteinases with disintegrin and thrombospondin-1
domains. Gene 2002;283:49–62.

[15] Colige A, Vandenberghe I, Thiry M, Lambert CA, Van
Beeumen J, Li SW, et al. Cloning and characterization of
ADAMTS-14, a novel ADAMTS displaying high homology with
ADAMTS-2 and ADAMTS-3. J Biol Chem 2002;277:5756–66.

[16] Jones GC, Riley GP. ADAMTS proteinases: a multi-domain,
multi-functional family with roles in extracellular matrix
turnover and arthritis. Arthritis Res Ther 2005;7:160–9.

[17] Wang WM, Lee S, Steiglitz BM, Scott IC, Lebares CC, Allen
ML, et al. Transforming growth factor-beta induces secretion
of activated ADAMTS-2. A procollagen III N-proteinase. J
Biol Chem 2003;278:19549–57.

[18] Kesteloot F, Desmouliere A, Leclercq I, Thiry M, Arrese JE,
Prockop DJ, et al. ADAM metallopeptidase with thrombos-
pondin type 1 motif 2 inactivation reduces the extent and
stability of carbon tetrachloride-induced hepatic fibrosis in
mice. Hepatology 2007;46:1620–31.

[19] Colige A, Ruggiero F, Vandenberghe I, Dubail J, Kesteloot F,
Van Beeumen J, et al. Domains and maturation processes that
regulate the activity of ADAMTS-2, a metalloproteinase cleaving
the aminopropeptide of fibrillar procollagens types I–III and V. J
Biol Chem 2005;280:34397–408.

[20] Porter S, Clark IM, Kevorkian L, Edwards DR. The ADAMTS
metalloproteinases. Biochem J 2005;386:15–27.

[21] Wang WM, Ge G, Lim NH, Nagase H, Greenspan DS. TIMP-
3 inhibits the procollagen N-proteinase ADAMTS-2. Biochem
J 2006;398:515–9.

[22] Lim NH, Kashiwagi M, Visse R, Jones J, Enghild JJ, Brew K,
et al. Reactive-site mutants of N-TIMP-3 that selectively
inhibit ADAMTS-4 and ADAMTS-5: biological and structural
implications. Biochem J 2010;431:113–22.

[23] Kramerova IA, Kawaguchi N, Fessler LI, Nelson RE, Chen Y,
Kramerov AA, et al. Papilin in development; a pericellular
protein with a homology to the ADAMTS metalloproteinases.
Development 2000;127:5475–85.

[24] Dubail J, Kesteloot F, Deroanne C, Motte P, Lambert V,
Rakic JM, et al. ADAMTS-2 functions as anti-angiogenic and
anti-tumoral molecule independently of its catalytic activity.
Cell Mol Life Sci 2010;67:4213–32.

[25] Le Goff C, Somerville RP, Kesteloot F, Powell K, Birk DE,
Colige AC, et al. Regulation of procollagen amino-propep-
tide processing during mouse embryogenesis by special-
ization of homologous ADAMTS proteases: insights on
collagen biosynthesis and dermatosparaxis. Development
2006;133:1587–96.

[26] Cabral WA, Makareeva E, Colige A, Letocha AD, Ty JM,
Yeowell HN, et al. Mutations near amino end of alpha1(I)

http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0005
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0005
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0010
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0010
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0010
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0015
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0015
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0015
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0020
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0020
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0020
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0020
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0025
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0025
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0025
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0025
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0025
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0030
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0030
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0030
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0030
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0030
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0035
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0035
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0035
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0035
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0035
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0040
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0040
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0040
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0040
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0045
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0045
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0045
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0045
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0045
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0050
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0050
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0050
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0050
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0050
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0055
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0055
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0055
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0055
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0215
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0215
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0215
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0215
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0060
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0060
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0060
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0060
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0065
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0065
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0065
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0065
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0065
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0070
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0070
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0070
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0070
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0075
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0075
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0075
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0080
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0080
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0080
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0080
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0085
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0085
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0085
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0085
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0085
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0090
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0090
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0090
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0090
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0090
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0095
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0095
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0100
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0100
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0100
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0105
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0105
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0105
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0105
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0110
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0110
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0110
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0110
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0115
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0115
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0115
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0115
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0120
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0120
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0120
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0120
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0120
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0120
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0125
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0125


53Review: The procollagen N-proteinases ADAMTS2, 3 and 14 in pathophysiology
collagen cause combined osteogenesis imperfecta/Ehlers–
Danlos syndrome by interference with N-propeptide process-
ing. J Biol Chem 2005;280:19259–69.

[27] Halila R, Peltonen L. Purification of human procollagen type
III N-proteinase from placenta and preparation of antiserum.
Biochem J 1986;239:47–52.

[28] Nusgens BV, Goebels Y, Shinkai H, Lapiere CM. Procolla-
gen type III N-terminal endopeptidase in fibroblast culture.
Biochem J 1980;191:699–706.

[29] Imamura Y, Steiglitz BM, Greenspan DS. Bone morphogenetic
protein-1 processes theNH2-terminal propeptide, anda furin-like
proprotein convertase processes theCOOH-terminal propeptide
of pro-alpha1(V) collagen. J Biol Chem 1998;273:27511–7.

[30] Gopalakrishnan B, Wang WM, Greenspan DS. Biosynthetic
processing of the Pro-alpha1(V)Pro-alpha2(V)Pro-alpha3(V)
procollagen heterotrimer. J Biol Chem 2004;279:30904–12.

[31] Jeltsch M, Jha SK, Tvorogov D, Anisimov A, Leppanen VM,
Holopainen T, et al. CCBE1 enhances lymphangiogenesis
via a disintegrin and metalloprotease with thrombospondin
motifs-3-mediated vascular endothelial growth factor-C
activation. Circulation 2014;129:1962–71.

[32] Shi H, Huang Y, Zhou H, Song X, Yuan S, Fu Y, et al.
Nucleolin is a receptor that mediates antiangiogenic and
antitumor activity of endostatin. Blood 2007;110:2899–906.

[33] Hofer TP, Frankenberger M, Mages J, Lang R, Meyer P,
Hoffmann R, et al. Tissue-specific induction of ADAMTS2 in
monocytes and macrophages by glucocorticoids. J Mol Med
(Berl) 2008;86:323–32.

[34] Li SW, Arita M, Fertala A, Bao Y, Kopen GC, Langsjo TK,
et al. Transgenic mice with inactive alleles for procollagen N-
proteinase (ADAMTS-2) develop fragile skin and male
sterility. Biochem J 2001;355:271–8.

[35] Beighton P, DePaepe A, SteinmannB, TsipourasP,Wenstrup
RJ. Ehlers–Danlos syndromes: revised nosology, Villefranche,
1997. Ehlers–Danlos National Foundation (USA) and Ehlers–
Danlos Support Group (UK). Am J Med Genet 1998;77:31–7.

[36] Malfait F, De Paepe A. The Ehlers–Danlos syndrome. Adv
Exp Med Biol 2014;802:129–43.

[37] Colige A, Nuytinck L, Hausser I, van Essen AJ, Thiry M,
Herens C, et al. Novel types of mutation responsible for the
dermatosparactic type of Ehlers–Danlos syndrome (Type
VIIC) and common polymorphisms in the ADAMTS2 gene. J
Invest Dermatol 2004;123:656–63.

[38] Malfait F, De Coster P, Hausser I, van Essen AJ, Franck P,
Colige A, et al. The natural history, including orofacial features
of three patients with Ehlers–Danlos syndrome, dermatospar-
axis type (EDS typeVIIC). AmJMedGenet A 2004;131:18–28.

[39] Arning A, Hiersche M, Witten A, Kurlemann G, Kurnik K,
Manner D, et al. A genome-wide association study identifies
a gene network of ADAMTS genes in the predisposition to
pediatric stroke. Blood 2012;120:5231–6.

[40] Lee CW, Hwang I, Park CS, Lee H, Park DW, Kang SJ, et al.
ExpressionofADAMTS-2,−3,−13, and−14 in culprit coronary
lesions in patients with acute myocardial infarction or stable
angina. J Thromb Thrombolysis 2012;33:362–70.

[41] Goertsches R, Comabella M, Navarro A, Perkal H, Montalban X.
Genetic association between polymorphisms in the ADAMTS14
gene and multiple sclerosis. J Neuroimmunol 2005;164:140–7.

[42] Poonpet T, Honsawek S, Tammachote N, Kanitnate S,
Tammachote R. ADAMTS14 gene polymorphism associated
with knee osteoarthritis in Thai women. Genet Mol Res 2013;
12:5301–9.

[43] Rodriguez-Lopez J, Pombo-Suarez M, Loughlin J, Tsezou A,
Blanco FJ, Meulenbelt I, et al. Association of a nsSNP in
ADAMTS14 to some osteoarthritis phenotypes. Osteoarthr
Cartil 2009;17:321–7.

http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0125
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0125
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0125
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0130
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0130
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0130
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0135
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0135
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0135
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0140
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0140
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0140
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0140
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0145
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0145
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0145
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0150
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0150
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0150
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0150
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0150
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0155
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0155
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0155
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0160
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0160
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0160
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0160
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0165
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0165
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0165
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0165
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0220
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0220
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0220
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0220
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0175
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0175
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0180
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0180
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0180
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0180
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0180
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0185
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0185
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0185
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0185
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0190
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0190
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0190
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0190
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0195
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0195
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0195
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0195
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0195
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0195
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0195
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0200
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0200
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0200
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0205
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0205
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0205
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0205
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0210
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0210
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0210
http://refhub.elsevier.com/S0945-053X(15)00061-X/rf0210

	The procollagen N-proteinases �ADAMTS2, 3 and 14 in pathophysiology
	Introduction
	Amino-endopeptidase function of ADAMTS2, 3 and 14
	Regulation of expression and activity
	Spatial distribution and substrate specificity

	Other biological functions of ADAMTS2, 3 and 14
	Procollagen aminopeptidase KO mouse models
	The dermatosparactic type of Ehlers-Danlos syndrome and other inherited diseases
	Conclusions and perspectives
	Acknowledgments
	References


