
45
.6

21
.4

16
.5

5.
8

30
.1

20
.4

16
.5

21
.4

6.
8 7.
8

17
.5

1.
9 4.

9 5.
8

18
.4

6.
8 7.
8

6.
8

18
.4

4.
9

2.
9

14
.6

1.
9 3.

9 4.
9

2.
9 4.

9

2.
9 4.

9

2.
9 4.

9

3.
9

0.
0 1.

9

1.
0 2.

9

1.
0 2.

9 4.
9

1.
9

0.
0 1.

9

0.
0

0.
0 1.

9

1.
0

14
.6

1.
0

1.
0

A
02

B3
5

A
01

B4
4

A
24

A
03

B5
1

A
68

A
11 B0

8
B0

7
A

29 B1
8

A
30 B3

9 
B3

8
B1

4
A

26 B6
2

B5
7

A
32

A
31 B6

1
A

23 B5
0

B1
3

B4
1

B5
2

A
33 B2

7
B4

9
B5

8
B6

0
B5

5
A

25 B3
7

B5
3

B4
5

B7
0

B6
3

B4
8

A
66 B4

2
B4

7
B5

6
B7

8
A

74
A

34
A

69 B3
1

B4
0

B8
1

B1
5

B7
6

General popula�on

In study

0.00

0.05

0.10

0.15

0.20

0.25

0.30

0.35

0.40

0.45

0.50

Ph
en

o
ty

p
e 

fr
eq

u
en

cy

HLA allele

Figure S2. Phenotype frequency of HLA allele. Observed frequencies in general population (gray bars, obtained 
from www.allelefrequencies.net, popstudy:Argentina-Buenos Aires) and in our study (black bars) are shown. In gen-
eral, frequencies observed in our HIV-1 infected population resemble the frequencies in the general population 
although some alleles are overrepresented (A24, A68, B39, B07, B40, A31 and B62).


