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Figure S2. Phenotype frequency of HLA allele. Observed frequencies in general population (gray bars, obtained
from www.allelefrequencies.net, popstudy:Argentina-Buenos Aires) and in our study (black bars) are shown. In gen-
eral, frequencies observed in our HIV-1 infected population resemble the frequencies in the general population
although some alleles are overrepresented (A24, A68, B39, B07, B40, A31 and B62).



